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Gene or cDNA library 
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5'UNIV. S > AVD2 5'AVD 3'AVD 3'UNW 
^ -=3fc > AVD-cDNA ^ ±= 



artLl ompA attUl 



B 

5'UNIV 5'EGFP 3'EGEP 3'UNIV 
=Zt > EGFP-cDNA <^ 



C SUNIV : 5'-CAAATAATGA TTTTATTTTG ACTGATAGTG ACCTGTTCGT TGCAACAAAT TGATAAGCAA TGCTTTTTTA 
TAATGCCAAC TTTGT-V 

3MY: 5'-G4A42>W7U4 TTTTATTTTG ACTGATAGTG ACCTGTTCGT TGCAACAAAT TGATAAGCAA TGCTTTCTTA 
TAATGCCAAC-3 ' 

S'AVD: 5' -CGC TCT GGC GCT TGC CTT CGC CGC CGT TAC GGC CTC TGQ TGT TQC CTC GGC TCA OACCGTGGC 
CAG AAA GTO CTC GCT GAC-3' 

5*AVD2 : 5 9 -GCT TTT TTA TAA TGC CAA CTT TGTACA AAA AAGCAG GCT ATG AAC AAA CCC TCC AAA TTC GCT CTG 
GOG CTT GCC TTC G-3' 

3'AVD : 5*-TGC TTT CTT ATA ATG CCA ACT TTG TACAAGAAA GCT GGG TAT TAC TCC TTC TGT GTG CGC AGG-3* 

5'EGFP : TTA TAA TGC CAA CTT TGTACA AAA AAG CAG GCT ATG GTG AGC AAG GGC GAG 

3*EGFP : S'-TGC TTT CTT ATA ATG CCA ACT TTG TACAAGAAA GCT GGG TTTXCT TGT ACA GCT CGT C-3' 
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